Key indicators: single-crystal X-ray study; T = 123 K; mean (C-C) = 0.002 Å; R factor = 0.038; wR factor = 0.094; data-to-parameter ratio = 40.5.
Related literature
For dithiophosphoric acid ligands that form metal complexes, see: Srivastava et al. (2010) . For applications as lubricating oil additives and load-carrying capacitors, see : Jiang et al. (1996) ; Haire et al. (2008) ; Plaza et al. (2001) . For a related structure, see: Li et al. (2007) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Data collection: CrysAlis PRO (Agilent, 2011 ); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL.
SKS and PS are grateful to UGC, New Delhi, India, for financial assistance (grant No. F.36-123/2008(SR) (Jiang et al., 1996; Haire et al., 2008) and load carrying capacity (Plaza et al., 2001) . As part of our investigation on the organotin dithio complexes (Srivastava et al., 2010) , we herein report the synthesis and structure of I.
The crystal structure of I is illustrated in Fig.1 . The conformation of the molecule with respect to P is distorted tetrahedral as reflected by torsion angles O2-P-O1-C1, S2-P-O2-C5 and S1-P-O1-C1 of 41.57 (10), -165.77 (7) (4) and 1.5794 (9) Å, respectively, which are comparable to reported values (Li et al., 2007) . The molecules are stabilized by S-H···S intermolecular hydrogen bonds in the crystal packing (Table 1 
Refinement
All H atoms were located by a Fourier map. Nevertheless, they were placed in their calculated positions and then refined using the riding model with atom-H lengths of 1.00 Å (CH),0.99 Å (CH 2 ) or 0.98 Å (CH 3 ). Isotropic displacement parameters for these atoms were set to 1.2 (CH or CH 2 ) or 1.5 (CH 3 ) times U eq of the parent atom. The torsions angles O-P-S-H of the S-H group and C-C-C-H for the methyl groups were refined.
Computing details
Data collection: CrysAlis PRO (Agilent, 2011 ); cell refinement: CrysAlis PRO (Agilent, 2011) ; data reduction: CrysAlis PRO (Agilent, 2011); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

